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CRISPR-Cas systems provide adaptive immunity

• Biochemical characterization of Cas 
genes is necessary for understanding 
mechanisms

• How are spacers integrated?

• How are crRNA libraries processed?

• What is the molecular mechanism of 
immunization?
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Quantifying CasDinG binding to nucleic acid with 
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What about ribonucleotides?
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Can CasDinG bind to ssRNA substrates?
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Can CasDinG unwind double-stranded substrates?
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Elucidating the role of CasDinG in CRISPR-mediated 
immunity

Does CasDinG bind nucleic acid substrates? ✓

Does the presence of ATP alter binding affinities? ✓

Does CasDinG possess helicase activity? ✓

More work to be done…

Does CasDinG interact with the other Type IV-A gene products?

What is the atomic structure of CasDinG?
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Thank you! 
Any questions?

Poster Session: 1 PM
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