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CRISPR-Cas systems provide adaptive immunity
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CRISPR-Cas systems provide adaptive immunity
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Type IV-A CRISPR-Cas systems are novel, functional immmune

systems in vivo
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Type IV-A CRISPR-Cas systems are novel, functional immmune
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CasDinG binds to ssDNA with high affinity
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Presence of an ATP analogue does not alter CasDInG
binding affinity for ssSONA

200
—— AIP

—— ADP
150F

——  AMP-PNP

AAnisotropy
|_\
o
=

0.1 1 10 100 1000
[CasDinG] (nM)



Presence of an ATP analogue does not alter CasDInG
binding affinity for ssSONA

200
—— AIP

—— ADP
150F

——  AMP-PNP

Can CasDinG bind to ssRNA substrates?

AAnisotropy
|_\
o
=

0.1 1 10 100 1000
[CasDinG] (nM)



CasDinG does not appear to bind ssRNA
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CasDIinG binds to nhon-hydrolyzable ssRNA
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Elucidating the role of CasDInG in CRISPR-mediated
immunity

Does CasDIinG bind nucleic acid substrates? ‘/
Does the presence of ATP alter binding affinitiese ‘/

Does CasDIinG possess helicase activity? ‘/

More work to be done...
Does CasDIinG interact with the other Type IV-A gene products?
What is the atomic structure of CasDinGe



Insights from this research provide crucial groundwork for
human therapeutics
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» Understanding of bacterial immune
systems and pathogenesis
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Insights from this research provide crucial groundwork for
human therapeutics

» Understanding of bacterial immune
systems and pathogenesis

« Novel biotechnology tools

« Cas proteins have been used to
detect COVID-19
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